Piperazine derivatives possesses interesting structures and properties (Yogavel et al., 2003; Thirumurugan et al., 1998; Keypour et al., 2008 Keypour et al., ,2009 Paital et al., 2009), therefore, our group have designed and prepared series of Schiff bases and complexes derived from substituted piperazines. As part of our work, the title compound (I) a potential hexadentate Schiff base ligand, was synthesized in our group and herein we report the crystal structure.
In the title molecule, C 24 H 32 N 4 O 2 , the piperazine ring adopts a chair conformation and the dihedral angle between the two benzene rings is 35.4 (1) . In the crystal structure, intermolecular O-HÁ Á ÁN hydrogen bonds link molecules into chains along [001] . 
Related literature

Data collection
Siemens SMART CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.987, T max = 0.992 5997 measured reflections 2016 independent reflections 1387 reflections with I > 2(I) R int = 0.068 Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.103 S = 0.96 2016 reflections 271 parameters 2 restraints H-atom parameters constrained Á max = 0.14 e Å À3 Á min = À0.19 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Siemens, 1996); cell refinement: SAINT (Siemens, 1996); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. Fig. 1 . The molecular structure of (1). Displacement ellipsoids are drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.6528 (5) 0.39796 (9) 0.5395 (2) 0.0440 (7) N2 0.6327 (5) 0.34403 (9) 0.7270 (2) 0.0450 (7) N3 0.6917 (7) 0.47133 (10) 0.2563 (2) 0.0619 (9) N4 0.5753 (7) 0.26995 (10) 1.0120 (2) 0.0604 (9) 
